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GenBank: FJB14223 .1

Equine infectious anemia virus strain FDDV15 S2 Change Reglon Shown

protein (S2) gene, complete cds Cusiomizs View

Fealures  Seguenca S-B'I'.] Analysis T ool

LOCUS FJ914223 207 bp RNA linear VRL

25-MAY-200% BLAST Sequence

DEFINITION Equine infectious anemia wirus strain FOOV1S 52 protein Find regqions ufahﬁlari'ty betwesn

(E2) gene, " this sequence and other
complete cds. sanue i LAST

ACCESSION FJ914223 D '

VERSION FJ914223,1 GI:23TH4TA96 Pick Primers

KEYWORDS - Design and lest primers for this

SOURCE Equine infectious anemia wirus sequence using Primer-BLAST.

ORGANISM Egquine infectious anemia virus
Viruses; Retro-bLranscribing viruses; Helroviridae;
Orthoretrovirinae; Lentivirus; Equine lentivirus group.
REFFRENCE 1 (bases 1 to 207}

Retrovirus Resource

ATHORS s PR Information and tools to support
TITLE Congtruction and in wive evaluation of an infect ious refrovirus reseanch.
clone of EIAV
by replacing attenualed sites in 22 gene wilh the Recent Activ
virulent strain ity
isolated in China through retro-mutaticons Tum Off Clear

JOURNAL (Tnpubl i shed

HEFERENCE 2 [(bases 1 to 207) L
AUTHORS  ¥u,G. Equina infactious anemia

T1ITLE Nirect Submission S ——
ENAL  Submitt | 13-APR-200 i o y of Lelia
J00 5 ad {13-APR #) Chinege Academy of Agriculiaral Drosophita melanogaster

SClences, . . DOM14
Harbin Veterinary Hesearch Inatitute, Wo. 427, Ma Duan SIgma virus 3

Slhreet, i
Harbin, Heilongjiang 150001, China SGMA VIS (51)  picsectice
FEATURES Iocation/Qualifiers A )
Sourco L 200 Equine infectious anemia
f::-rqanism-"Equinf: infectious anemia virus® virus
fmol type~"genomic RNA™ _
fslrain="FTDDVig" refro vings gene (4B o clecnge
fdb_xref="taxon:11665"
feountry="China™ » 568 more.

fnote="fetal donkey dermal (FDD) cell-adapted
attenuated
vaccine strain; derived From donkey leukocyte- Al inks from this record
adapted
Strain by passaging 15 times in FDD cells™ -
gene 1..207 b Protein
fgenp="52" Taxonomy
D5 l..207
/gene="52" Relaled Sequences
fcodon start=1
fproduct="52 protein"
/protein id="x : .17
‘db_xref="GI:237T847597"
ftranslat 1lon="MGLFGEGVTHS ALHEMGY SO GEY QP LS FNEONOOTHREGT THY T
HPIUIHIRIHHHHC'H.E'ETQI:IT EEE™

i

CORIGIN
1 atgggattat ttggtaaagg ggtaacatgg tcagcattgo attctatggy ggtatcocag
6l ggggaatatc aaccoctatc acccaacasa fagagzlcaac agacacacag asaggggatc
121 atatggtata teaaccctat tgttataatg atagccatas ajaagaaatg gcagaggoaa
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